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Michele Mehaffey

Bioinformatics Analyst
SAIC-Frederick, Inc.

National Cancer Institute at Frederick
8717 Grovemont Circle
Gaithersburg, MD 20877

May 5™, 2010

To Whom It May Concern:

I would like to provide an enthusiastic recommendation for Dr. Michele Mehatfey.
ABCC Bioinformatics Analyst at the CCR Sequencing Facility at the ATC in
Gaithersburg, MD. My laboratory has requested and received pilot RNA-seq and ([h!P-
seq data from the Sequencing Facility as part of an investigation into the role comumnor

risk variants play in pancreatic cancer stiology. Michele and her group have been
professional and efficient in providing us with the sequencing data. They have con{lic ted
initial sequence quality control as well as alignment for the data that has been exemy:lury.
Their support has been excellent and it reflects the high quality sequence data. Bas:d on

the expetience, we will seek approval to expand the scope of our investigation. Wq¢ lnok

forward to continued collaborations with the group.

Please do not hesitate to contact me for any further information,

Sincerely yours,
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Laufey Amurtadottir, Ph.D
Investigator

Laboratory of Translational Genomics
Division of Cancer Epidemiology and Genetics
National Cancer Institute

National Institutes of Health,

Bethesda, MD 20892-4605






